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Motivation

● Phenotype data is critical for understanding the biological mechanisms of a disease.

● Many ontologies cover the domain of phenotypes for specific organisms: HPO, MP, …

● However, those ontologies have some potentially incorrect inferences
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Lymphocyte 
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Lymphocyte 
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Lymphocyte 
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is-a
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● We propose reformulating cardinality phenotypes to describe abnormalities of collections 

● FOL:

● OWL DL for collection of cells:

Cardinality Phenotypes
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Results & Evaluation

Using collections

Not using collections
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Results & Evaluation

Decreased number of  T cells  in a collection 

Phenotype of a collection of T cell

Decreased amount of cells in a collection
Phenotype of amount of cells in a collection

Phenotype of a collection of cell is-a

is-a

is-a

is-a

Decreased T cell number
Abnormal T cell number

Decreased lymphocyte cell number

Abnormal lymphocyte cell number
is-a

is-a

is-a

is-a

Using collections

Not using collections



Come to the poster #7 for more details
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